
 

Advantages of the 282478 Compound  
Ultra-Large Molecular Library 

The avant-garde 282,478 compound ultra-large molecule library is poised to catalyze transformative 
shifts in drug discovery paradigms. By converging an expansive molecular diversity into a streamlined, 
scientifically vetted collection, it paves the way for seminal breakthroughs, charting a strategic trajectory 
into the future of therapeutics 
 

 Quantitative and Qualitative Synthesis: Derived from an extensive collection of over 600000 
molecular entities, this library represents a meticulous amalgamation of scale and selectivity. 

 
 Molecular Complexity and Novelty: The array encompasses synthetically intricate molecules, 

inclusive of macrocycles, glycomimetics, and nucleoside mimetics, augmenting the potential for 
innovative pharmacological pursuits. 

 
 Assured Compound Integrity: Each molecule undergoes stringent LC-MS analyses, affirming a 

purity threshold exceeding 90%.The average purity is 95% 
 

 Flexible Assay Integration:Available in both 96-well and 384-well microplate formats, this library 
is tailored to accommodate diverse high-throughput screening paradigms. 

 
 Standardized Concentration Metrics: Compounds are delivered as 10mM solutions in DMSO, 

spanning volumes of 10 μL to 100μM, optimizing compatibility for varied assay conditions. 
 

 Comprehensive Molecular Diversity: With 282,478 distinct molecules, this library offers an 
expansive realm for interrogating a plethora of biological pathways and molecular targets. 

 
 Operational Efficacy: The pre-arrayed format streamlines the phenotypic and target-based 

screening procedures, accelerating lead identification and optimization processes. 
 

 Compliance with Drug-Likeness Parameters: Molecules are judiciously curated, adhering to 
established pharmacokinetic and pharmacodynamic criteria, minimizing attrition risks and 
augmenting therapeutic candidate potential. 

 
 Synergy with High-Throughput Platforms: The library's architecture is congruent with automated 

screening workflows, fostering enhanced research throughput and reproducibility. 
 

 Panoramic Chemotypic Scope: Encompassing extensive chemical space, the library bolsters the 
probability of elucidating unprecedented structural classes and mechanisms of action. 

 
 Optimal Resource Utilization: Focusing on a distilled subset of 282,478 molecular entities from a 

vast precursor collection ensures an elevated signal-to-noise ratio, maximizing research efficacy 
and output. 

 
 Strategizing for Evolving Pharmacological Challenges: With the dynamic nature of disease 

pathophysiology, corresponding tools should be equally adaptive. This extensive molecular library 
encapsulates a forward-thinking approach, primed to address forthcoming challenges in drug 
discovery. 
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